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Functional importance

Extreme drought

Initial-wet

Periods

- Folding, sorting and degradation
 Metabolism of other amino acids

- Glycan biosynthesis and metabolism

- Metabolism of terpenoids and polyketides
- Lipid metabolism

- Replication and repair

- Xenobiotics biodegradation and metabolism
- Translation

Nucleotide metabolism

Energy metabolism

Metabolism of cofactors and vitamins
Signal transduction

Membrane transport

Carbohydrate metabolism

Amino acid metabolism

Post-wet
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